Fig S1 -The microbial growth stimulated by the preservative treatment used in our study. Control diets (i.e., no larvae) with high preservatives content and low preservatives content (high microbe growth) after 6 days incubation at 25 ± 0.5 o C and 65 ± 5% relative
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Fig S1 -The microbial growth stimulated by the preservative treatment used in our study. Control diets (i.e., no larvae) with high preservatives content and low preservatives content (high microbe growth) after 6 days incubation at 25 ± 0.5 o C and 65 ± 5% relative humidity. Microbe growth as observed 36-48h after the plates wer . Note that because larval density had no statistically significant effect, we omitted this factor from the graph, and lines connect the trend between treatments with high and low preservative contents. Points were "jittered" to avoid overlapping. Solid lines were drawn with the 'loess' method from the 'ggplot2' package to highlight trends in the data. 
Supplementary Tables and Statistical Analysis

Model selection
Model selection has been used in complex statistical models with high-level interaction terms (e.g., three-interactions), such as those used in our study. Because we adopted a 'full model approach', it is possible that our high-level interaction terms decrease the power of our analysis, thereby decreasing our ability to detect statistically significant effects. To overcome this, we re-ran our analysis while performing backwards model selection using the 'step' function in R. Model selection was based on AIC values. Table S1 shows the step-by-step model simplification, the final models, and their AIC scores. There were no qualitatively differences between the statistical significance in final models after model selection and our full-model approach presented in the main text (Tables S3-S6 ).
This suggests that, despite retaining two-and three-way interactions, our full-model approach had enough power to detect statistical significance whenever they existed in the data. 
